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no.10HO07 ++ —+ Arabidopsis thaliana F22D16.13 protein.

D2-1-2 + - Nicotiana tabacum putative translationally controlled tumor protein.
no.11B05 ++ - Solanum tuberosum epoxide hydrolase protein.

no.11E10 + 4+ + Nicotiana tabacum ras—related GTP-binding protein protein.

no.15C08 + - Ipomoea batatas protein ( Seet potato mRNA for catalase (EC 1.11.1.6). ).
no.16H04 + - Nicotiana sylvestris ubiquitin fusion protein

no.17E08 ++ + Arabidopsis thaliana ubiquitin—like protein protein

no.18C05 + - Oryza sativa (japonica cultivar cultivar—group) unknown protein protein.
no.18D07 + - Oryza sativa (japonica cultivar cultivar—group) unknown protein protein.
no.18E06 + - Arabidopsis thaliana At1g22630/F12k8_2 protein
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